Figure S1
Backbone assignment of Fra a 1E [ 15 N]-HSQC NMR spectrum of 15 N, 13 C-labelled Fra a 1E (400 μM), measured at 298 K and 800 MHz. Assigned backbone amide resonances are labelled with amino acid type in one letter code and residue number; s.c., side-chain amide resonance.
Figure S2 Ramachandran plot of the 20 NMR solution structures
Squares, all residues except glycine and proline residues; triangles, glycine residues. Model numbers are shown inside each data point. PROCHECK-NMR analysis showed that 90.3 % of the residues are located in the most favoured regions (A, B, L), 7.9 % are located in additional allowed regions (a, b, l, p), 0.7 % are located in generously allowed regions (∼ a, ∼ b, ∼ l, ∼ p) and only 1.1 % are located in disallowed regions of the Ramachandran map.
